Table S2. Characteristics of bacterial strains used in this study.
Strains used to perform the principal component analysis are highlighted in grey.

Lineage 1 Lineage 2 Lineage 3 Lineage 4 Lineage 6
Strain | b atient origin || Strain D] 728N i strain 1p| P21t | Strain ip|  PAUENt ligirgin p| Patient
ID origin origin origin origin
NO0014] Thailand NO0O3 | Vietnam || NOO04 India NO0O7 Mexico || NOO60 | Senegal
N0062| Cambodia NOOO05 | Indonesia | N0022 | Ethiopia || NOO11 Mexico || NO088 G;-r:f)ia
NO0065 China NOOO8 | Vietnam [ NOO33 | Pakistan | NOO46 Mexico NO0089 G;—r:?)ia
NO0067 China NO010 | Indonesia| NO0O37 | Pakistan || NO101 | Nicaragua| NO090 G;r:iia
N0069|  China Noo17 | SOU fl Noos4 | Ethiopia | No102 | Nicaragua| Nooot | . The.

Korea Gambia
N0072 India N0020 | Mongolia || N0O056 | Vietnam || NO103 | Nicaragua| N0092 G;:wiia
NO0079] Vietnam N0034 China NO0197 | Unknown || NO107 |Guatemalal| NO098 | Unknown
NO0127 China N0038 South N1003 Nepal N0109 El NO0099 | Unknown
Korea Salvador
NO132| Philippines NO0041 | Vietnam || N1007 Nepal NO0112 Peru NO0115 The.
Gambia
NO134| Philippines NO0044 |Singapore| N1014 Nepal NO125 | Ethiopia
NO141] Philippines NO050 | Vietnam || N1016 Nepal NO0126 | Colombia
NO153] Vietnam N0051 China N1017 Nepal NO0131 USA
NO157]| Philippines || N0059 | Vietnam [ N1021 Nepal NO0135 USA
NO0182] Unknown N0094 China N1022 Nepal N0136 USA
NO0203| Unknown NO128 | Vietnam || N1024 | Portugal | NO138 USA
N1004 Nepal N0130 | Cambodia N0142 USA
N1006 Nepal NO0140 | Macau N0143 USA
N1009 Nepal N0150 China NO0144 China
N1011 Nepal NO151 China N0146 USA
NO0155 China N0148 USA
N0158 China N0149 USA
N1001 Nepal NO0163 Iran
N1012 Nepal NO167 | Unknown
N1013 Nepal NO0185 | Unknown
N1008 Nepal
N1015 Nepal
N1019 Nepal




